Sequenom Mass Array MALDI-TOF (matrix-assisted laser desorption ionization time-offlight) mass spectrometer (Sequenom, San Diego, CA) (Sun et al. 2000) .
GSTT1
Analyses were performed using the TaqMan 5′ nuclease real-time quantitative PCR assay. Subjects were genotyped for glutathione S-transferase theta-1 gene (GSTT1) deletions (UniGene Hs.268573; (UniGene 2010d)). For this analysis, the following primers and probe were used: GSTT1 exon 1 forward primer (5′-caggtcagcacttaagcgatgc-3′), GSTT1 reverse primer (5′-cagcagtcctaggg tcccagtta-3′), and GSTT1 probe (5′-Famccttcaaggctggcaccttcttgagg-Tamra-3′). 
